Preparation of non-tag recombinant proteins-To construct the vectors for expression of recombinant proteins containing protease recognition sequence, cDNAs were digested from pGEX2T-B23.1-∆N, -B23.2-∆N, and B23.1-CR by BamHI, and subcloned into the same sites of pGEX6P. Expression and purification using Glutathione sepharose (GE Healthcare) until elution step were described in the main text. GST-tagged
The mass spectrometry analysis-For mass spectrometry analysis, purified recombinant proteins were dialyzed against water, added trifluoroacetate (final concentration 0.1% (v/v)) and equal amount of sinapic acid as a matrix, and analyzed by matrix-assisted laser-desorption time-of-flight mass spectrometry (MALDI-TOF-MS) (AXIMA®-TOF 2 ,
Shimadzu corporation).
Isolation of 18S and 28S rRNAs-To isolate 18S rRNA and 28S rRNA, total RNA purified from 293T cells was dissolved in a buffer containing (1×MOPS buffer (20 mM MOPS [pH 7.0], 2 mM NaOAc, 1 mM EDTA), and 50% (v/v) formamide) and boiled at 65 o C for 5 minutes, and separated on 0.8% agarose in 1×MOPS buffer. 18S rRNA and 28S rRNA were electrically eluted from a piece of gels in dialysis tubes, and purified with phenol chloroform extraction and isopropanol precipitation. 
